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ot NEY : HaloPlex 1-500kb with 15000-20000 Probes — ILM — Box 1 — 48 Reactions
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H2E S : HaloPlex Indexing Primer AO1 — HO6 5190-8026
Hybridization Solution 5190-5951
Wash Solution 5190-5953
Capture Solution 5190-5954
RE Buffer 5190-5956
Enrichment Control DNA 5190-5957
Primer 1 5190-5958
Primer 2 5190-5959
SSC Buffer 5190-5960
Enzyme Strip 1 5190-5961
Enzyme Strip 2 5190-5962
BSA Solution 5190-5963
Ligation Solution 5190-7832
DNA Ligase 5190-7829

HaloPlex Probe, 48 Reactions

Lt A2 20 SE9F AAS2aE9| XISt
g

5191-4070 / 5191-4071 (RO)

2 X AIE S D EBA Al
A1 &=,
PaloPlex Indexing Primer AO1 — H06 48 x 0.015 ml (48 B+=(CH=z))
Hybridization Solution 3.5 ml (48 gt=(CH4))
Wash Solution 7 ml (48 BF=(CHx))
Capture Solution 2.4 ml (48 BF=2(CH))
RE Buffer 2.4 ml (48 Br=2(CH))
Enrichment Control DNA 0.24 ml (48 Bt=(CH=xe))
Primer 1 0.068 ml (48 B+=2(CH))
Primer 2 0.068 ml (48 Et=2(Ct=s))
SSC Buffer 8.15 ml (48 Bt (L))
Enzyme Strip 1 0.368 ml (48 Er=2(Ct=x))
Enzyme Strip 2 0.368 ml (48 Et=2(CH=s))
BSA Solution 0.058 ml (48 B+=(CH=))
Ligation Solution 3.25 ml (48 Bt=(CH=x))
DNA Ligase 0.17 ml (48 BtZ2(CH=))
HaloPlex Probe, 48 Reactions 0.96 ml (48 BtE(CH=))
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

2. molld-?Fl84

Hybridization Solution +MEA RNAH0| 2NN E2 HE2LZ 0|=F
&l ES22 HEE: 32%
Wash Solution +ME5A QHH0| LXK E2 4222 0|2
HEl S22 HEE: 20%
Lt It X| 2PE XS A HX| 85
JEX Hybridization Solution l :
Wash Solution | :
A0 : PraloPlex Indexing Primer AO1 — &
HO6
Hybridization Solution =
Wash Solution =
Capture Solution =
RE Buffer =
Enrichment Control DNA =
Primer 1 =
Primer 2 =
SSC Buffer =
Enzyme Strip 1 a1
Enzyme Strip 2 a1
BSA Solution =
Ligation Solution =
DNA Ligase a1
HaloPlex Probe, 48 Reactions &8
S-S 2 : PraloPlex Indexing Primer AO1 — A28t HSH0ILE RIE2 LHZR HF 8 S.
HO6
Hybridization Solution H319 - =0l &t J=2 2.
H351 - &= 2o Ao Z 9AlE.
H360 — EHOI E£= MAISEHH 42 22
AS
H373 - &D|2t £ = gtE & & |0 &4
£ 2o = U3,
Wash Solution H319 - =0 Alst X122 222,
H351 - &= 2202 A2 Z 9AalE.
H360 — EHOI £= MAISEH N 42 22 =
AUAS.
H373 - &J|2t £= g=E = & |0 &4
£ 2oz = U3,
Capture Solution Al2tet 0L RIE2 LA HE Sl 3.
RE Buffer Al2tst HEO|ILE RIE2 LA HE 3.
Enrichment Control DNA Al2e HE0ILE RIE2 LA HE Sl 3.
Primer 1 A2SE HAEO|LE FIE2 2HKN b 8l S.
Primer 2 Al2tst HEOILE RIE2 LA HE 3.
SSC Buffer A2SE HSO|LE FIE2 2HKN b 8l S.
Enzyme Strip 1 H320 — =0l XAI=2s8 o2
Enzyme Strip 2 H320 — =0l A28 o2,
BSA Solution AESE HEO|LE FIE2 2HKN HE 81 S.
Ligation Solution Al2tst HEF0ILE RIE2 LA b Sl 3.
DNA Ligase H320 - =0l AI=22 £237.
HaloPlex Probe, 48 Reactions Al2tst H&0|U fIE2 L& Ht 812,
X 2
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

2. molld-?Fl84

o e

2
010

. HaloPlex Indexing Primer AO1 —

HO6
Hybridization Solution

Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions

: PaloPlex Indexing Primer AO1 —

HO6
Hybridization Solution

Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution
Ligation Solution
DNA Ligase

ofe BlsS

P201 - AME & Fg £ ANE EZotAL.
P280 - (RS &, E5o) BOtA L =0tHES
T)E(S) HBGHAI.

P260 - SIS SotAl OtAl2

P201 - AME & Fg EZANE E2otAIL.
P280 - (RS &2, B3t BB L =0tHES
HE(E) HEGAR.

P260 - SJIE S&0otAl DHAIL.

e 8ls.

o BlS.

o BlS.

e 8ls.

o BlsS.

ofe 8ls.

e 8ls.

o 8ls.

ofe 8ls.

o 8ls.

o Bls.

ofe 8ls.

ol e 8ls.

P308 + P313 - &L JHLI L £0] HLH: &
SIH X L= XSS 228N,

P305 + P351 + P338 - =0l 22H%: & =22t =
Z oA AAIL. JtsotH 2EHEAXE K|
HotAI2. H= R AIL.

P337 + P313 — =0l Xt=01 XIEHEH: 2=t H 0l
XS FotAI2.

P308 + P313 - &L JLI = £0] A& H: &
SIN X L= IS8 228A 2.

P305 + P351 + P338 - =0l E2H%H: E &2t =
E XHoHA A2AIL. JtsotH 2EHEAXE
HotAI2. H= MO AIL.

P337 + P313 — =0l Xt=01 XIHEE: 2=t H 0l
S FotAI2.

ofe 8ls.
ol e 8ls.
o 8ls.
ofe 8ls.
o Bls.
o BlsS.
P305 + P351 + P338 - =0l E2%: £ &2t =
Z XYM A2AIL. JtsotH 2EHEHXE

HGHAI L. HE AAIL.

P337 + P313 - =0l X=0| XIZEH: oJsrA ol
AAHE FBIAIL.

P305 + P351 + P338 - =0l E2HWH: &E 22t =
2 RAMHA MOAL. Disoldd 2EHERMXE H
HGIAI L. HE AAIL.

P337 + P313 — &0l Xt=0| NIS5E™H: o|&H A0l
XS FBHAIL.

g els.

g els.

P305 + P351 + P338 - =0l E22H: &E 22t =
2 XAMA MOAQ. Disoldd 2EHERMXE X
HGIAI 2. HE AAIL.

P337 + P313 - =0l Xt=20] XIZS S o &tA0l
AAHE FBIAIL.

HaloPlex Probe, 48 Reactions OolE S13.
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

2. molld-?Fl84

NE . HaloPlex Indexing Primer AO1 — oY 818
HO6
Hybridization Solution o si=2.
Wash Solution g i,
Capture Solution e 2.
RE Buffer o 2.
Enrichment Control DNA g ei=.
Primer 1 g els.
Primer 2 g ei=2.
SSC Buffer g ei=2.
Enzyme Strip 1 g es.
Enzyme Strip 2 g ei=2.
BSA Solution g g3,
Ligation Solution g 213,
DNA Ligase g ei=2.
HaloPlex Probe, 48 Reactions OiY S S.
IH 2| . HaloPlex Indexing Primer AO1 — ol & 813.
HO6
Hybridization Solution P501 - HIJI2 et ee/8018
HJISHAI2.
Wash Solution P501 - HIDOI2 et H=28/8718
HOISHAIL.
Capture Solution e si=
RE Buffer g eis
Enrichment Control DNA e slg
Primer 1 g eis
Primer 2 g eis
SSC Buffer g eis
Enzyme Strip 1 g sis
Enzyme Strip 2 g eis
BSA Solution g eis
Ligation Solution g sis
DNA Ligase g eis
HaloPlex Probe, 48 Reactions dliE S
Ct. Rold-2I8d SFII1=0 : HaloPlex Indexing Primer A01 — 24X HI 818
ZaE X 2= JIEF FoH HO06
8-2E84 Hybridization Solution AU E HE 22,
Wash Solution 2 & HF 8.
Capture Solution 2 & HE 8.
RE Buffer A& HE S,
Enrichment Control DNA 2 & HE 8.
Primer 1 A& HE 9US.
Primer 2 oA HE 9IS,
SSC Buffer & HE 81 3.
Enzyme Strip 1 A HE S,
Enzyme Strip 2 2H & HE 9IS,
BSA Solution 22X HF 913,
Ligation Solution 2 A& HF 1S,
DNA Ligase 24X HF 913,
HaloPlex Probe, 48 Reactions A&l Ht 813,
3. A d=Z2 Hd L &R
S&/ZHE . HaloPlex Indexing Primer AO1 — HO6

Hybridization Solution
Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

o e oW i 7o ik i 7o i
[ 19 19 9 1O 19 9 19 1%
TH0 140 0 140 140 4O 140 140 40
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

3. PHA=0 HE

ol sto 2t

CAS HS/JIEt FE

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions

o 08 i e i T
o 10 O 0 Ot 0
140 140 140 140 140 140

g9 24EY INE=DN\; %

Hybridization Solution

IE ol0lE Formamide CAS: 75-12-7 >30 - <35

Wash Solution

ZE 0ol0IE Formamide CAS: 75-12-7 =20 - <25

Enzyme Strip 1

=2l el Glycerol CAS: 56-81-5 =50 - <55

Enzyme Strip 2

=clAl &l Glycerol CAS: 56-81-5 =50 - <55

BSA Solution

=clAl &l Glycerol CAS: 56-81-5 <10

Ligation Solution

ZcISANEd=sEHEHHE Polyehtylene glycol CAS: 9036-19-5 <5
octaphenyl ether

DNA Ligase

=2clAdlel Glycerol CAS: 56-81-5 =50 - <5h5

ZZI=SANEHd=EHE0HZ Polyehtylene glycol CAS: 9036-19-5 <5
octaphenyl ether

22X M Xalge U M2Is6t sTUHUA HZ0IL &H0 Sollst 22 2350 0] &0l E1N% 00k ot
FI 420 €850 UK %3.
MAN CESH S AZIF JUCHH 880 Iz US.
= —
4, SN 2
b =0 EHUASE M : PlaloPlex Indexing Primer AO1 — SA| 22 22 JI12 & SNHED Ol =NHE
HO06 S S22l AoY 2. 2HE HXo KLE
BOI5l, &E86t] U= F20= HA 24 X
=0| LIEFLESH QIALS JIEE 82 21,
Hybridization Solution SA G 22 J1&8 & =HE 0 O
2 S22l A AN, ZEHE X9
BOI5I, 885t U= 20 = HAE
HE 102 S HS MEE 24, QAL &
g2 A,
Wash Solution ZA O 22 JIZ2 & =HE D oF
EHE NZLN 1 16/12/2022 0|8 & & 1 23/02/2021 HE 3




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

4, SeXX RE

Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA

Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

o

AlASEZI|D Q= ROZ £I11D SEGH| 22
MAHZE CHE S FOIAIL. SS6HA LAHLE &5
0l ERZGIHL SEEXI LojLt EL, &
BF2 AIRH0| QIBSE = A B2 & 2
LM PLAESES OIH X MRS
e = US. A XEsS Btg 24 0ROk oAl
0| glod™, g =2XtAMl(recovery position)E F ol
H ot SAl 2E ZXNE S A, Ik EEE
SXE A, 22, YE0|, BE el S 20|
X0l AWES EolH & A, WA 2l HE
S 5925, a2 AAMSI LIEY 2= 2. &
EE A2 48A12F SO Q2RO ZHAIDI EH R
=

AlASEZI|D Q= ROZ I SEGH)| 22
N2 A2 FotAl2. S4A0] LIEFLIHE QA
o Xttg 8tg 2,

AlASEZI|D Q= ROZ I SEGH)| 22
N2 A2 FotAl2. S4A0] LIEFLEHE 2A
o] Xlctg 8tg 2.

AlMSE 2D Q= ROZ2 2|10 SEGH| 2@
TNIZ2 oA S FEHAI2. 40| LIEFLEE O A
o Ntz gtg A

MEst ZIJF e ez FJ110 S50l #S

XMl et S FGHAI2. S&0] LIEHLEE S A
o dtts s A
Al 310
KMz et S FGHAI2. S&0] LIEFLEE S A
o dtts = A
Al 310
AMZ etEE FGHAI2. S40| LIEHLEEH S A

o Mz gs A

At SO Aes RL2 FII
(o)

50
rr
"
|0
HU
&0
o
kJ
fol
ol
ol
<
i
Ho

50
rr
H
|0
HU
80
o
kJ
foh
o
ol
<
i
Ho

NHHZ oA S FoIAIL. SEGHK LHLE S5
0l 2R&6tHL S EAXII LUt 2L, &
BE2 AIRH0| QIBRSE L= oA 228 & 2.
22 0 2L ssES2 6tH 22X MBAIE
HE = US. e EX| L= AR XISEHHU
25t ol IXIE 22 24, ek 9JAlQ| gle
o 3| =Xt Ml (recovery position)E FotAH ot 2
SAl Qg RXE &2 A, I EBE RAE
2. 221, YE0l, E el S 20| =0le=
AES &6 & 2.
Enzyme Strip 2 AAst 2101 e ROZ2 £I10 SEGH)| 42
KHZ Ot E FoIA L. SEGHA LAHLE &5
0l 27&5tHU AN Lo 2L, &
BI2 AIEH0| PIBSE = aA 2Z2E & 2.
2 RLABSES ot X MZ2AIH S
e £ QUS. BteF EX| &= AEHDF XISEHU
Al2tolH o2 XIXIE ¢s 21, 2rek 9JAlQ| glo
o, 3| =2 X}t Ml(recovery position)E FotH ot 2
ZA Qg ZXE &2 2. Ik EE2E R
A 23, YEQl, ®E, §i2ll S 20| =0|=
AES &otH & A
BSA Solution AlMSEZI|D Q= ROZ2 £ SEGH)| 22
TMIZ2 OHA S FGHAI2. A0 LIEHLIH O At
o Ntz etg A
Ligation Solution AAst 2D e ROZ £I1D SEoH)| #l&8
N2 OHA S FGHAI2. S A0 LIEHLIH O At
o Nictg g A,
DNA Ligase AlMSEZI|D Q= ROZ2 £ SEGH)| 2@
THHZ OtEES FGIAIL. SEGHX LHL &8
Ol E2H3SIHU S S3XI Lt 22, =&
EER Y 1 16/12/2022 0|& & &L : 23/02/2021 W& 3 9/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

4, SeXX RE

HaloPlex Probe, 48 Reactions

_('H
2
39
o
2

: PraloPlex Indexing Primer AO1 —
HO6

Hybridization Solution

Wash Solution

BE2 ALZH0] QIBS S = AL 232 & 2.
LU P2 UBSES GIH 22X MK 2
&t 4 A3, ot EX %= AEIOF XNSEIALE
A2IGIH olE XIS B2 21, 2+eF 9JAlQ| gle
o1, 3|2 Xt Ml(recovery position)S F6tH ot
SA o2 AXNE Y2 A, IE EEE RE
2. 23, YEOl, ®E, 5l S 20| =0l=
HeES L&t g A

AlEE 2D UsE ROZ2 RI|D SEGH| 42
THIZ HES FGIAI2. SA0| LIEFLIS O A}
o] Xctg gtg 2.

S S NEE A SE= AN =2 ME
SIAI0l ALH, 22 X3 UM E AL 2=
2 XA JURX Ee & 2ES 7FEotAl 2

. S0l LIEtLEE SJALS] AiEs 22 A

S =S NEE A AXE ot JATE MAHE
. 2ES AN === AEO0l 240 JL2H,
= Xz A & 2. 2 M0l &S
BN SEHEE 2)IE fgot2g Jets A
SRS XAt UK 2= &

4y
"

(le

0l

2

A

2l

A

=

ot

9|

e

o4 20| HZ SOHIIX &XH & A, QALY
S 82 21 QA0 e AP 20 &2
Sol0d Ol 20 & =X & 24, Orer olAlQ] g2
™, 3|2 X} Ml(recovery position)E FlotHl ot 2
SAl 92 RXE &2 A, Ik EEE A
2. 221, Y4E|, 2 E el S 20| =0le
HES LG & 2.

o2 E2 MEE 2. 9XE ot] JACHH HHE
A SES MUAMN =EE A0l QA0 YO H,
SS X2 0IAH & A, &= A0 RES
OlHA 23 HE S L)IH f&oiez 12t A
ORI XAIJI UK &= & RES REotAl
9F 24, OtoF DEJ UNUH H2lE 2H KXo
o 2PEZ20| HZ SOIX LA & 2. 2ALS
DS 8h2 21 QJAI0| = AT 20 &=
S0l OIS AT =X & 2. Dref oJAlQ| g2
o 3= XMl (recovery position)2 FotAH ot
SAl Qg RXE &2 A, I EBE RAE

X

A 32, WEOl, ®E, 2l S 20| =0l=
AEes &otH & A

Capture Solution UES S Z NEHE A SES AN =2 AIE
0l QA0 USH 2= =2 0HAIH & 24, 92
QAL XAIJE UK = & ES REOHA &
A, SA0| LIEFLIH QAL Jicts gt A

RE Buffer US SZ NESE AN, EE2 8HAN =& A
0l QA0 UM 2= 22 0IAIH & 21, 9=
QAL XAIDE UK = & ES REOHA &
A SA0| LIEFLIH QAL Jicts gr2 A

Enrichment Control DNA US SZ NEE AN, 222 4HAN =& A
0l 9AlI0] UM 2= =2 DIAIH & 21, 9=
QAL XAIDE UK = & ES REOHA &
A SAO0| LIEILIH QAL Jicts gt2 A

Primer 1 AS SZ NEE A, 2E2 8HAN =& A
Ol QA0 UM, =2 =2 0tAIAH & A, 2=
QAL XAIJE UK Ee= & FES REoHA &
A SA0| LHEFLIA QAL Ricts gt A

Primer 2 AS SZ NEE AN, 222 8HAN =& A
Ol 2AI0] UM, =2 =2 0tAIAH & A, 2=
QAL XAIJE UK Ee= & FES REoHA &
A, SA0| LIEFLIH QIALS] Ricts Bt A,

SSC Buffer US SZ NEE AN, 222 8HAN =& A

EHE WELH 1 16/12/2022 0|8 & gra :23/02/2021 HE 13 10/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

4, SeXX RE

0] SJAI0] UoH, 22 XS OIAIAHN & 21, 92
QAL XA UK %= &t RES REotAl &
. SA0| LIEHLHH QIALe] Ricts 22 24,

Enzyme Strip 1 o2 22 MEE 24, 9XE ot] JUCHH HHE
. SES MAMN EE A0l QA0 YOH,
SS ZZ2 0IAH & A, &5 A0 RES
OlHA 2 HE S L)IH fgot2z 12t A,
OI2RJ XAIJI UK &= & RES REotXl
9f 24, Otor DEJ LUNUH H2lE 9 H |6t
0 PES0| HZ SOIIA &LH & 2. otk &
X = AEHOE RIS E AL M26tH o2 XS
BrS 21, 9JAIQ| e AFEHOI B0 &S S50
Ol 21& =X & 24, otk 9JAlQ| §loH, 3=
XbAl(recovery position)S FotH 6t SAl 9
S EINERE A I EHEE SXE A, 22
, HEHOl, HE, 5lelll S 20| =0l =2
ol & A

Enzyme Strip 2 AS S NEE A, 2AXE ot AYACHH HAHE
A SES AAN =EE A0l QA0 U H,
SES T2 0IAH & A, =& AR RES
olHA SdHE =S L)IH f8ol22 12t A.
OIS RRO XAIJI UK &= & RES RE6HA
9F 21, OtoF PEJ ANUHEH B2lE 2 H KXot
o PES0| HE SOHIIA LA & 2. gtk =
X &= AEHIF AISEHLU AI261H 92 XXIE
BrS 21, 9JAI0| 8l AFEHOI E0) &2 Sold
Ol 24 =X & 24, otk 9JAlQ] §loH 3=
XFMl(recovery position)S FotH 6t SAl 9
S XXNE S A I BHEE SXE A 22
, 9IENOl, HE, dlelll S 20| X0l AHES
ot g A

BSA Solution S ESZ NEE 2. 22S 4HN &= A
0] SJAI0] /UoHH, ES XS OIAIAH & 21, 92
QLAY XA UK %= &t RES KEolAl &
2. SA0I LIEHUHEA 9 ALS] Ricts gts A

Ligation Solution US =Z NEHE A, SES H4HANM =2 A
0] 2/AI0] USH, 22 X2 0tAIA & 21, Q&
QLAY XA UK &= &t RES KEolAl &
A, SA0I LIEHLIH QIALS] RictE g2 2.

DNA Ligase A2 S NEE 21, XE otD JACHH HAHE
A SES AUAN =EE AE0l QA0 U2 H,
SS T2 0IAMH & A, =& AR RES
OlHA SEHHE S L)|H fgstez OetsE A,
OIS RRO XAIJI UK &= & RES KE6HA
9F 21, OtoF PEJ ANUHEH B2lE 2H KXot
o PES0| HE SOHIIA &LH & 2. otk &=
X o= AEHDF AISEHLU A261H 92 XXIE
Bt 21, 9JAI0| Sl AFREHOI E0) 212 Solo
Ol 21& =X & 24, otk 9JAlQ] §loH ) 3=
XFMl(recovery position)S FotH 6t SAl 9
S XIXNE LS A JE HEHEE SXE A, 232
, 9IENOl, HE, dlelll S 20| X0l AHES
ot g A

HaloPlex Probe, 48 Reactions Q2 & MEE 2. SE 2 &4HAN === A
0] oJAl0] /ST, 22 X2 OIAIAHN & 24, 92
QAL XA UK %= & PES REolAl &
2. SA0| LIEHLH 9ALe] Ricts g2 24,

EHE NZLN 1 16/12/2022 0|8 & & 1 23/02/2021 HE :3 11/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

4.

S2xx 2

Mol MHUWALE 2= HEOIAAL.
Capture Solution OIXI0 | &0l 0'71 Li, HEet s & E2
AN EXIE FHotAl Z A,
RE Buffer OIHMIN |0l oum, MAS WS B #2
AEHHAM EXIE FOHAl & A,
Enrichment Control DNA OIXI0o 2 &0l 0'31 Lt, BES WS 28X L2
AEHHA EXIE FotA & 2.
Primer 1 QIO &0l [_AHLE, HEst WssS B L2
AEHHAM EXIE FOHAl & A,
Primer 2 Ol HI Ofl |°40| 913% L, ®ES WS 28X ¢
AN £ F otk & 2.
SSC Buffer O Xl Off -r|°'O| O'Di L, BES WS B L2
AEHHAM EXIE FHOtAl Z A,
Enzyme Strip 1 OIXIO IOl JUALE, HES NS B E2
AEHUM 2XIE FoHA 2 24 22 O 2 2
SSES=S otH X MBI |/EE = US.
Enzyme Strip 2 OIXIO IOl UALE, HES NS B E2
AEHUM 2XIE FotK 2 2. 22 0 2& 2
SSE= otH X MBI |/EE = US.
BSA Solution OIMIO «I&0l J_ALE, HEst W2 B L2
AEHHAM EXIE FOtAl & A,
Ligation Solution OIMIO K0l [_AHLE, HEE WS & He
AEHUM EXIE FHotAl Z A,
DNA Ligase OO &0l [_UAHLE, HEst Ws2S B L2
NEH01|A-| XNE FoHA & A, 22 0 72 2
SSES otH 2X NI /EE &= US.
HaloPlex Probe, 48 Reactions 210l ®I& 0l O'Di Lt, BEet WS X £2
AEHUIA EXIE FotAl & 2.
Sild I2E &xs A (11&
5. Z2-SMHAl O e E
b ASHA
HAEE AFHAl . HaloPlex Indexing Primer AO1 — = SIXH0l H&EE ASIHE AISE 2.
HO6
Hybridization Solution F=H S HES ASHE AMIEE 2.
Wash Solution FH S0 HEE ASHE AMIE2E 2.
Capture Solution F=H S0 HEE ASHE AM=E 2.
RE Buffer =Y S HES ASHE MEE 2.
Enrichment Control DNA =8 SN HES AFHE AIEE AL
Primer 1 =Y S0 HEE ASHE AMI=2E 2.
Primer 2 =Y 0 HEE ASHE AM=E 2.
SSC Buffer F=H S HES ASHE MEE 2.
Enzyme Strip 1 =Y S HES ASHE MEE 2.
Enzyme Strip 2 =Y S0 HES ASHE AME2E 2.
BSA Solution F=H S0 HES ASHE AMIE2E 2.
Ligation Solution = SN0 MBS AFHESE AIE2E A.
DNA Ligase =8 SN0 MBS ASHS AIE2E A.
HaloPlex Probe, 48 Reactions =% a0l H&Est AStHE AIEE A,
SNES ASHA . HaloPlex Indexing Primer AO1 — 2 &l Ht 1S
HO06
Hybridization Solution 2t X HE 81 8.
Wash Solution 2t X HE 81 8.
Capture Solution e &l HE 81 S.
RE Buffer e &l HE 21 S.
Enrichment Control DNA 2 X HE 81 8.
Primer 1 2t e X HE 81 8.
Primer 2 e &l HE 81 S.
SSC Buffer 2t X HE 81 8.
Enzyme Strip 1 2t e X HE 81 8.
Enzyme Strip 2 oted &l HE 81 S.
BSA Solution ored &l HE 81 8.
EE NEZLH 1 16/12/2022 0|8 & & :23/02/2021 H&E 13 13/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex Probe, 48 Reactions
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HaloPlex Probe, 48 Reactions

HO6

o 0 o 0 o
03 03 03 o3 03
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Enrichment Control DNA

Hybridization Solution
Primer 1

Wash Solution
Capture Solution
RE Buffer
Primer 2

SSC Buffer
Enzyme Strip 1
Enzyme Strip 2
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex Probe, 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

7. 52 € MNEEY

Primer 1 0l 22 2, N&, JI3cte &A0MH SAI2
HHLF OFAIHLE Ed6tE 242 =2XE. &K
= SAZ UL OtAIHLE EX6HD] H ol =1t
d=zS A2 2. SAE EF Bag S0P A
QU= o2 AU B35 FHH|IE MAHE A, QM et
O 28 =0 32 = 88 =2 =X

Primer 2 0l 2&=2 F2, N&, JI36t=s A0MH SAIS
HHU OIAIHU &l 242 =2XE. &EX
= 842 YL OtAIAHLE S96H] & ol =1
dzaS As 2. SAS2 EF H2az S0 A
QAEE o2 U HS ZHIE HHE 21, A 8t
ol 28 =IO @2 = 88 &=,

SSC Buffer 0l 222 2, N&, JI3otse EA0MH SAI2
HHU OAIHUL Edotle 2412 =XE. &X
= 842 YHLE OtAIAHLE S956H] & ol =
d=zS A2 2. SAS2 EF Baz S0 A
QES o2 U HS FHIS HHE 21, 4 8t
ol 28 =0 @2 = 88 = &=

Enzyme Strip 1 0l 2= 2, MN&, JI3cte EA0MH SAI2
HHUL OFAIHLE Ed6tE 2d2 =2XE. &g
= SAZ UL OtAIHLE EH6HD] & =1
d=ZS A2 2. SAS EF Bazg S A
QU= o2 AU B35 HHIE MAHE A, QM et
ol 28 =0 HE2= 88 = &=

Enzyme Strip 2 ol 222 3, NE, JI3ote EA0AN SAS
HHU OIAIHUL Edole 242 =2XE. &EX
= 2A2 9L OLA AL EEEHD Ho =1t
d=a S As 21 SAS 7 A2 S0P &
QAEE o2 U HS FHIE HHE 21, A &t
ol 28 =IO @2 = 88 &=,

BSA Solution 0l 2&2 2, MN&, Ji=2ots FA0AM SAIS
HHLF OFAIHLE EX6tE 242 =2XE. &g
= SAIS HHL OFAIHLE EEHGHD| &0l =t
d=Z22 M2 . SAS EF FAZ SN A
QU o2 U B5 FHH|IE MAHE A, M gt
O 28 =IO 32 = 882 &=

Ligation Solution ol 222 3, NE, JI8ote 240N SAS
SHHUL OtAIHLE E¢5teE 242 sXE. &g
= 2A2 9L DA AU EXEHD Mol =1t
d2S AMs 2. SAS EF BAZ S0 H
QU o2 U B5 HY|IE MAHE A, QM gt
ol 25t I 2= 882 X,

DNA Ligase ol 222 3, NE, JI3cte EA0AMN SAS
HHLF QA ALY Ed6tE 212 2XE. &R
= 2A2 9L OIA AL ESEHD Mol =1t

FHEAZ SO A
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

7. 52 € MNEEY

g 21 FHZO0IL A2 &0l A& 102 Hel8&
SZE S E0loldAIL

Hybridization Solution HE XIS RAN et B2 24, HXold As
oty ED(JF & Tl &40, AAIRAHOCZE2H
250l e 20|10 E2ol0, e =X =2
(1082 2X) 1t sS4 L S222H U2l A
ASEXI U= MEEA HESIAIZ. 2=
ANEZ2 XX LEN = . HEE Slle =9
2AH CHAl S8 O3S == UHXE foll M &
28k 24 g0l e 2|0 B&okK & A A
Hst SM AXE Fol F32ES LA A
FS0ILE AIE J0l A& 102 H2|E2 22 =
EOIGINAIL.

Wash Solution oHE XY HAE Mot 828 24, HAXGHD As
ot ED(DJF & Tl A0, HAIZASHOCZ2H
250l e 20|10 226l tst=2X =&
(1082 &X) U SA Y SE22H g2l & A
ASEXI U= HEEAN HESIAIZ. 2=
MEEDX LS = A, HSS e =2
2H CAl S8t US &2 X E 2ol M &2
Ztst o4 glElo| gle 2010 E2otA & 2. =
Hst SM XAXE Fol FES LS A
F 30U AL &HOfl A& 102 22|22 222
SOIGINAIL.

Capture Solution HE XIS RAN (et B2 20, HXolD As
oty ED(DJF & Tle &40, AIZRAOCZ2H
250l e 2|0 E2ol0, Hst=X =&
(10&s &X) U SA 2 S222H el = A
Elle A2 &K 28d = H. INEs 8l
FO| AN CHAl S8t US 52 X E <ldl Al
P EHE 21 2HEO| = SO0 EH6HA &
A MY EM ZXE Fol SHHES 2
& 21 FHIZO0IL A2 &0l A& 102 Hel2&
S S S0l AL.

RE Buffer OHE X FEO et 22t 20, HAX5tD Ms
ot ED(DJF & Tl A0, HAIZASOCZE2H
250l e 20|10 E2ol0, tst=2X =&
(1082 &X) U SA Y Se22H g2l = A
)| M2 MK 2260 2 2. WEE 2l|=
FOl AN CHAl S8t US 52 X E 2dl Al
P BRE 21 YOl e SD/0 BEH6HA &
A HESE EM ZXE Flol HES 2
& 21, FHZO0ILI A2 &0l A& 102 A8
S& S EQ0IcIAAl2L.

Enrichment Control DNA HE X RAN (et B2 20, HXolD As
ot ED(0F & Tle &40, AAIZRAHOCZ2H
250l e 20|10 220l s =X =2
(1082 2X) 1t sS4 ¥ S222H 2l 2 A
Elle A2 &K 28 = A, JNEe 8l
FO 2N CHAl S8t US 52 X E <ldl Al
P BERE 21 YOl = SII0 BEH6HA &
A HEE EM =XE Fol sHHES 2
& 21 FHIZO0ILL A2 &0l A& 102 Hel2&
S S S0l AIL.

Primer 1 HE X RA et BE2E 2, HAXold A=
ot0d ED1DF & Tl ZA0, A SCZ2EH
2506l e 20|10 226l tHet=X =&
(10&s &X) U SA Y SE22H el = A
Elle A2 ENX 28 = H. JHSs 8l
FOl AN CtAl S8t TS &2 X E <ldl Al
K Bas A YOl e S0 226K &
A HES S =XE Fol B#HELE S 2
g 21 FHZO0IL A2 J0l A& 102 Hel8&

EE NEZLH 1 16/12/2022 0|8 & & 1 23/02/2021 HE 13 23/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

8. ==&l € HMeES+

Ch. ol 8s
S8 BS Fols ¥ & ItsdE 2Hg, HE8st E&E & SSI|IE HEGIAI2.
SEJ=sSE Es T2 080 et Al2st ®&s mE=3 240 J|E}
EQ8t E£=H0| B == SO
= 828 Plold =OF 20, HHIOFEHL 0IAE, DA, 2E =S IlolioF 2RIt
QUOHM £01 JI=0 Eslole oHN HotAd g ==st tsst & s
HS3E FZ06I00t &, oS ¢ 28 =52 otAl 2=C 3t
=4 § A gXs otd.
=85 A8 TIH 2ReCHD o YSH, g8t MES S0l ol 2&d=
Uatetd, S8&4 22 dHuU AZg 2. &2 Al = E=kel}
o, AlE2ZE 220 O 25 E4E H= SXot=X 20 &g =220 st &
E A0l B HESIMEZ OE = Ul= HE of & =) -
SHE S22 2, 22 BESAIZ2tS FE5 =F
AHBES MEZ2 2ot &0l X oHel 25 &= & X 2EE AD /ES
JI=2 d8ot) 82012 s02l= 20L0kRH &L,
A M A FOALE Ol at&r MS= FZet s &g S M, HAU, EHE UIAL, SEAZ 0|Z0t
J &, &, 2, =22 S0l A= A, =0 2HE 2E2 A FIot &
St D=2 AFE0i0F ELICH. QLEE =22 Mas Mol MEE = NE A
Qb OFM AFRI AIEO0 & HAL LTSS A5 3.
9. It =4
D HZ0 Uet S8 X2A2 Zel HAHX e st EE 2 L LT
Jh 22
Scl& AH : HaloPlex Indexing Primer AO1 — 94 l.
HO06
Hybridization Solution ORIl
Wash Solution OHAI.
Capture Solution OH I,
RE Buffer OHAI.
Enrichment Control DNA OHAI.
Primer 1 OH I,
Primer 2 OHAI.
SSC Buffer OH I,
Enzyme Strip 1 HH. [EH.]
Enzyme Strip 2 A [EY.]
BSA Solution HA. [EY.]
Ligation Solution OHHI.
DNA Ligase OHHI.
HaloPlex Probe, 48 Reactions 2 Al.
A4 . HaloPlex Indexing Primer AT - Xt= 8lS
HO6
Hybridization Solution Az 8l3.
Wash Solution Az els.
Capture Solution A=z eis.
RE Buffer Az es.
Enrichment Control DNA Az es.
Primer 1 N =0
Primer 2 Az els.
SSC Buffer NI =0
Enzyme Strip 1 LA
Enzyme Strip 2 EA
BSA Solution LA
Ligation Solution Az 3.
DNA Ligase Az 3.
HaloPlex Probe, 48 Reactions XI& SiS.
EE NEZLH 1 16/12/2022 0|8 & & :23/02/2021 H&E 13 26/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

Lt &AM : HaloPlex Indexing Primer AO1 - XI& 818
HO6
Hybridization Solution Az Sl3.
Wash Solution Az Sl3.
Capture Solution A=z eis.
RE Buffer NN =H
Enrichment Control DNA Az es.
Primer 1 NI =0
Primer 2 Az els.
SSC Buffer Az els.
Enzyme Strip 1 £,
Enzyme Strip 2 2.
BSA Solution 2.
Ligation Solution INE= =2
DNA Ligase Az 3.
HaloPlex Probe, 48 Reactions XI& 8i3.

Ch. &M & X : HaloPlex Indexing Primer AO1 - Xt S13.
HO6
Hybridization Solution ==
Wash Solution Az 8ls
Capture Solution NI =
RE Buffer Az SlsS
Enrichment Control DNA NI =
Primer 1 ==
Primer 2 AZ eSS
SSC Buffer ==
Enzyme Strip 1 A2 eSS
Enzyme Strip 2 A2 eSS
BSA Solution NI =
Ligation Solution A2 eSS
DNA Ligase ==
HaloPlex Probe, 48 Reactions At=& S8

ct. pH : HaloPlex Indexing Primer AO1 - Xt& SIS
HO6
Hybridization Solution 7.5
Wash Solution 7.5
Capture Solution Az 8ls
RE Buffer 7.9
Enrichment Control DNA Az Sl3.
Primer 1 INE= e =2
Primer 2 NI =0
SSC Buffer Az Sl3.
Enzyme Strip 1 Az 83,
Enzyme Strip 2 A=z eis.
BSA Solution NSRS =2
Ligation Solution A=z els.
DNA Ligase 7.4
HaloPlex Probe, 48 Reactions XAI& 8iS.

(=]
I
rr
0x
~
2
rr
0x

. HaloPlex Indexing Primer AO1 — 0T (32°F)
HO6

Hybridization Solution Az es.
Wash Solution Az es.
Capture Solution INE= =0
RE Buffer 0C (32°F)
Enrichment Control DNA 0C (32°F)
Primer 1 0T (32°F)
Primer 2 0C (32°F)
SSC Buffer 0T (32°F)
Enzyme Strip 1 20T (68°F)
Enzyme Strip 2 20C (68°F)
BSA Solution 20T (B68°F)
Ligation Solution 0T (32°F)

£ HELA 1 16/12/2022 0|8 & 28 123/02/2021 & ;3 27/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

DNA Ligase A=z 83,
HaloPlex Probe, 48 Reactions 0T (32°F)

Ht. B=H, £J| =A 2 £ : HaloPlex Indexing Primer AO1 — 100T (212°F)
= "84 HO6
Hybridization Solution A=z els.
Wash Solution A=z eis.
Capture Solution Az es.
RE Buffer 100C (212°F)
Enrichment Control DNA 100°C (212°F)
Primer 1 100°C (212°F)
Primer 2 100°C (212°F)
SSC Buffer 100C (212°F)
Enzyme Strip 1 182°C (359.6°F)
Enzyme Strip 2 182°C (359.6°F)
BSA Solution 182C (359.6°F)
Ligation Solution 100C (212°F)
DNA Ligase Az 3.
HaloPlex Probe, 48 Reactions 100C (212°F)
AL OIStE . HaloPlex Indexing Primer AO1 — XI& 81 3.
HO6
Hybridization Solution NN =0
Wash Solution NN =R
Capture Solution Az 83,
RE Buffer A=z eis.
Enrichment Control DNA Az eis.
Primer 1 Az els.
Primer 2 NN =S
SSC Buffer Az es.
Enzyme Strip 1 HM 23: 1607T (320°F)
Enzyme Strip 2 H4H &: 160°C (320°F)
BSA Solution HAM 2:160T (320°F)
Ligation Solution NI =0
DNA Ligase Az 3.
HaloPlex Probe, 48 Reactions XAt& 8iS.
HM A gel &
d4=29 T °F == T °F =g
Hybridization
Solution
IE Ol0lIE 152 305.6 |DIN EN
ISO 2592

Wash Solution

IE ot0l= 152 305.6 |DIN EN
SO 2592

DNA Ligase

2clMe 177 350.6

ECI RS : HaloPlex Indexing Primer AO1 - XI& &S

HO6

Hybridization Solution INE= =

Wash Solution ==

Capture Solution NI =

RE Buffer Az 8ls

Enrichment Control DNA ==

Primer 1 Az 8ls

Primer 2 ==

£ HELA 1 16/12/2022 0|8 & 28 123/02/2021 & ;3 28/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions

: HaloPlex Indexing Primer AO1 —

HO06

Hybridization Solution
Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions

. HaloPlex Indexing Primer AO1 —

HO06

Hybridization Solution
Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions

. HaloPlex Indexing Primer AO1 —

HO6

Hybridization Solution
Wash Solution

Capture Solution

RE Buffer

Enrichment Control DNA
Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2

BSA Solution

Ligation Solution

DNA Ligase

HaloPlex Probe, 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

It 31

HO6

Hybridization Solution

Wash Solution
Capture Solution
RE Buffer

Enrichment Control DNA

Primer 1

Primer 2

SSC Buffer
Enzyme Strip 1
Enzyme Strip 2
BSA Solution
Ligation Solution
DNA Ligase

: PaloPlex Indexing Primer AO1 — X2

At

= Y e Y

(@]

AN A

NE=
=
HaloPlex Probe, 48 Reactions XI&

HU HU BB HUE R

wWww,

@
0lo

0 £0 £0 €0 €0 £0 €0 §0
0/0 010 010 010 010 0I0 010 0

>.

~ X X
T 00
o o O

0l0 010 Ol

(<1 mm Hg)
(<1 mm Hg)
(<1 mm Hg)

4=

20°Coll A <

J

2

50°CHl A 2

N

mm Hg

kPa

0z | O | g0 80 g9

0T |

mm
Hg

kPa

0Z | O

e

PaloPlex Indexing
Primer AO1 — HO6

=(WATER)

Hybridization

Solution
(WATER)

=
IE ot0lE

Wash Solution
Z(WATER)

Capture Solution

2 (WATER)

RE Buffer

2 (WATER)
Enrichment
Control DNA
Z(WATER)

Primer 1

£(WATER)

Primer 2

£ (WATER)

23.8

23.8
0.05

23.8
0.05

23.8

23.8

23.8

23.8

23.8

3.2

3.2
0.0067

3.2
0.0067

3.2

3.2

3.2

3.2

3.2

92.258

92.258

92.258

92.258

92.258

92.258

92.258

92.258

12.3

12.3

12.3

12.3

12.3

12.3

12.3

12.3
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

SSC Buffer

=(WATER) 23.8 3.2 92.258 |12.3

Ligation Solution

S(WATER) 23.8 3.2 92.258 |12.3

DNA Ligase

S(WATER) 23.8 3.2 92.258 |12.3

=cl A&l 0.000075|0.00001 0.0025 |0.00033

HaloPlex Probe,

48 Reactions

=(WATER) 23.8 3.2 92.258 |12.3
Bl 801 AR =

FfaloPlex Indexing

Primer AO1 — HO6

= el

Hybridization Solution

= el

Wash Solution

= ss

Capture Solution

= s

RE Buffer

= eEs

Enrichment Control

DNA

= PIE=TA

Primer 1

= PIE=N

Primer 2

= PIE=gN

SSC Buffer

= HEs

Enzyme Strip 1

= ey

Enzyme Strip 2

= ey

BSA Solution

= el

Ligation Solution

= el

DNA Ligase

= ss

HaloPlex Probe, 48

Reactions

= PIE=gA
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

o BJIgEx . HaloPlex Indexing Primer AO1 - XI& 818
HO6
Hybridization Solution Az Sl3.
Wash Solution Az Sl3.
Capture Solution NN =S
RE Buffer Az es.
Enrichment Control DNA NN =R
Primer 1 NI =0
Primer 2 Az els.
SSC Buffer ==
Enzyme Strip 1 3.1 [2I] =1]
Enzyme Strip 2 3.1 [2I] =1]
BSA Solution 3.1 [&8J =1]
Ligation Solution Az 3.
DNA Ligase Az 83,
HaloPlex Probe, 48 Reactions XI& 8i3.
ot HI=S : HaloPlex Indexing Primer A01 — A& 8iS.
HO6
Hybridization Solution Az Sl3.
Wash Solution N =0
Capture Solution Az Sl3.
RE Buffer Az Sl3.
Enrichment Control DNA NN =S
Primer 1 Az Sl3.
Primer 2 NN =R
SSC Buffer N =R
Enzyme Strip 1 1.262
Enzyme Strip 2 1.262
BSA Solution 1.262
Ligation Solution Az els.
DNA Ligase N =0
HaloPlex Probe, 48 Reactions XAt& 8iS.
H.n SE2/2 2HiAHI= : PraloPlex Indexing Primer AO1 — SHE 91 S.
HO6
Hybridization Solution o eis
Wash Solution o eis
Capture Solution oY el8
RE Buffer oY el8
Enrichment Control DNA o el
Primer 1 oY 28
Primer 2 o eis
SSC Buffer oe el
Enzyme Strip 1 g eis
Enzyme Strip 2 o eis
BSA Solution o eis
Ligation Solution o eis
DNA Ligase e g
HaloPlex Probe, 48 Reactions oY i
H. XS 2% . HaloPlex Indexing Primer AO1 = XI& 818

HO6

Hybridization Solution N =0
Wash Solution NI =0
Capture Solution Az 3.
RE Buffer INE= =2
Enrichment Control DNA Az Sl3.
Primer 1 Az 3.
Primer 2 INE= =2
SSC Buffer s es.
Enzyme Strip 1 370C (698°F)
Enzyme Strip 2 370C (698°F)
BSA Solution 370C (698°F)
Ligation Solution Az Sl3.
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

HaloPlex Probe, 48 Reactions

: PaloPlex Indexing Primer AO1 —
HO06

DNA Ligase Az Sl3.
HaloPlex Probe, 48 Reactions A& 8i3.
g§=38 T °F e
Hybridization Solution
IE OHDIE >500 >932 ASTM D 2155-66
Wash Solution
IE ot0lE >500 >932 ASTM D 2155-66
DNA Ligase
=2c/Mle 370 698
o. 2ol 2= : HaloPlex Indexing Primer AO1 - XI& 818
HO6
Hybridization Solution ==
Wash Solution Az 8ls
Capture Solution ==
RE Buffer Az SlsS
Enrichment Control DNA ==
Primer 1 ==
Primer 2 A2 eSS
SSC Buffer NN =
Enzyme Strip 1 A2 eSS
Enzyme Strip 2 A2 eSS
BSA Solution NI =
Ligation Solution A2 eSS
DNA Ligase NI =
HaloPlex Probe, 48 Reactions At=Z S8
d. E8x : HaloPlex Indexing Primer AO1 - Xt& 818
HO6
Hybridization Solution NI =
Wash Solution NI =
Capture Solution NI =
RE Buffer Az 8ls
Enrichment Control DNA Az 8l3
Primer 1 INE= =
Primer 2 Az 8ls
SSC Buffer NI =
Enzyme Strip 1 ==
Enzyme Strip 2 Az SlsS
BSA Solution ==
Ligation Solution A2 eSS
DNA Ligase A2 eSS
s eisS
o a8

=
HT
|
w
%

Hybridization Solution g eis.
Wash Solution Y el38.
Capture Solution g eis.
RE Buffer Y el8.
Enrichment Control DNA Y el 3.
Primer 1 o eis.
Primer 2 oY el3.
SSC Buffer o i3,
Enzyme Strip 1 o el
Enzyme Strip 2 oY els.
BSA Solution o el
Ligation Solution oY el3.
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

9. 2clatsd |4

DNA Ligase
HaloPlex Probe, 48 Reactions

00 0o

ob
0
£Q ¢Q

QX EH

=2 20X 37] : PraloPlex Indexing Primer AO1 — oH& 948
HO6
Hybridization Solution Y els
Wash Solution e si2
Capture Solution o eis
RE Buffer Y els
Enrichment Control DNA o eis
Primer 1 o eis
Primer 2 Y 218
SSC Buffer o eis
Enzyme Strip 1 oY 218
Enzyme Strip 2 oY el8
BSA Solution o el
Ligation Solution oY el8
DNA Ligase o el
HaloPlex Probe, 48 Reactions Y SIS

10. OtE A &2 HiSH
O 3istE ot A A : PaloPlex Indexing Primer AO1 — KIZ& ot™ &t
HO6
Hybridization Solution MNES2 otd g
Wash Solution HES oA &,
Capture Solution HME2 oty &,
RE Buffer HM&E2 oty &,
Enrichment Control DNA HES oA &,
Primer 1 HE2 oA &,
Primer 2 M&S2 oty &,
SSC Buffer M&E2 oty &,
Enzyme Strip 1 HE2 o8&,
Enzyme Strip 2 M2 oty &,
BSA Solution ME2 oty &,
Ligation Solution M&S2 ety &,
DNA Ligase HE2 o8&,
HaloPlex Probe, 48 Reactions E2t2=8:2 ().
Soll 229 Jtsd HaloPlex Indexing Primer A01 — 28X Ol B2t 2 A2 ZHOA, st 882
HO6 ALK £,
Hybridization Solution QUHFMOl B2t A AL Z2H0 A, FIES EIES=2
Ao LIAl &2,
Wash Solution ot ol Bak 9 AZ2 ZAHUAM, /IEst B2
ALK £3.
Capture Solution QUHFMOl B2t A ALE Z2H0 A, FIES EIES=2
ALK &2,
RE Buffer QBtNMol Hat 2 A2 XA, s e
ALK 23,
Enrichment Control DNA BNl B2t 2 AL Z2H0|A, Es Bte2
ALK £3.
Primer 1 urAOl Hat 9 AL2 ZAHOA, st e
ALK &S,
Primer 2 QBtAOol Bt U A2 ZAHOA, IEst gre2
ALK &3,
SSC Buffer QuIAOl Hat 9 A2 ZAHOA, st e
ALK ¢S,
Enzyme Strip 1 QUHFMOl B2t 2 A2 Z2H0A, FES EtS2
AU 23,
Enzyme Strip 2 QBIAOl Bt 9 A2 ZAHOA, g6t e
ALK £,
BSA Solution BIAOl Bt U A2 ZAHOA, Igst Bte=2
oro

2oL &8.

i
0
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex Probe, 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex Probe, 48 Reactions

BSA Solution
Ligation Solution
DNA Ligase

Iy
RO

o)
A

: PaloPlex Indexing Primer AO1 — X2 2 S.
HO06

d=z: 24, Z1,

AZ:

34, g1,

2: 87, 31
2: 3+, &1

=: 3+, 41,

4+, 81,

=N

—_—— e o . —— —— s — —

Hybridization Solution

Wash Solution

Capture Solution
RE Buffer

Enrichment Control DNA

Primer 1

Primer 2

SSC Buffer

Enzyme Strip 1

Enzyme Strip 2
BSA Solution

Ligation Solution
DNA Ligase

HaloPlex Probe, 48 Reactions

HaloPlex Indexing Primer AO1 —

HO6
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Enrichment Control DNA
HaloPlex Probe, 48 Reactions

Hybridization Solution
Primer 1

Wash Solution
Capture Solution
RE Buffer

SSC Buffer
Enzyme Strip 1
Enzyme Strip 2
BSA Solution
Ligation Solution
DNA Ligase

Primer 2
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

1. sS40l e d=2

20 ds#HS M : HaloPlex Indexing Primer AO1 — Al2t5H HEO|ILI FIES A HF SIS
HO6
Hybridization Solution al2tst HE0|ILE RIS 2 B 8138
Wash Solution 2tst HE0ILE |IE2 LA HE 813,
Capture Solution A25H HE0|LE PIE 2 28 HE 88.
RE Buffer A5 HEOILF IE2 LA HE 8L S.
Enrichment Control DNA al2tst HE0|ILE FIE2 2 B § 3.
Primer 1 2125 HEOILE RIE2 2 HF LS.
Primer 2 A28 HEHOILE 82 LA HE 8 S.
SSC Buffer 25 HEOILE /I E2 LA HE 8138,
Enzyme Strip 1 al2tst HE0ILE FIEE2 2 HE 8 3.
Enzyme Strip 2 A2+5H HE0|LE RIS 2 HE 81 8.
BSA Solution A28 HE0ILE RIE2 2 LS.
Ligation Solution a2 FE0ILE RIE= LA HE Sl2.
DNA Ligase &l2t5 HEOIL I E2 LA HE 813,
HaloPlex Probe, 48 Reactions &8t HS0ILt /IS LA B 813,
=0 SHAS W : PaloPlex Indexing Primer AO1 — Al2t8t HSH0|L} IES L&l HE 2.
HO6
Hybridization Solution F0l Alst =2 222,
Wash Solution =0l Alst =2 222!,
Capture Solution A2t HE0ILE RIE=2 LA b 88,
RE Buffer A12t5H HEHOILE RIE2 2 HF 21 S.
Enrichment Control DNA a2st EOILE FIEE2 28 HE 3.
Primer 1 Al2H5H HEHOILF I8 2 28 H 2l S.
Primer 2 Al2t5H HEHOILE I8 2 28 H 2l S.
SSC Buffer 2125 HEOILE RIS 2 HF 21 S.
Enzyme Strip 1 =0 A=22 222,
Enzyme Strip 2 =0l A=22 222
BSA Solution AI2H5 HEOILE /IE2 28 HE 8138,
Ligation Solution A2+5H HE0|LE RIS 2 HE 81 8.
DNA Ligase =0 A=22 222,
HaloPlex Probe, 48 Reactions &2tst AS0ILt /IS 2H&X Bt 813
W= RS /= A
=3 . HaloPlex Indexing Primer AO1 - Z &8t HIOIEH= A S.
HO6
Hybridization Solution Olat SMN2 S 22 N2 Lag =5 AUS:
EHOt MIS 24
EHOF AFLY SOt
27|
Wash Solution Olat SM2 0SS &2 N2 Lag =5 AUS:
EHOt M= 24
EHOF AFZY SOt
=)
Capture Solution Hetst H0IEHE 8i3.
RE Buffer HEE H0IEE 813,
Enrichment Control DNA HESHHO0IHE 93.
Primer 1 HES HO0IH=E 3.
Primer 2 HES HO0IH=E 3.
SSC Buffer HES HOIHE 81 3.
Enzyme Strip 1 HESHHO0IH=E 93,
Enzyme Strip 2 HES HO0IH=E 3.
BSA Solution HES HO0IHE 93.
Ligation Solution HESHO0IH=E 3.
DNA Ligase HES HO0IHE 93.
HaloPlex Probe, 48 Reactions Y& &t HIOIEH= S,
HAS M : HaloPlex Indexing Primer AO1 — &t HOIEHE 8 S.
HO6
Hybridization Solution Olat SM2 S 22 LS Lag =2 US
EHOt M= 24
EHOF AFLY SOt
2|
Wash Solution Olat SM2 S &2 NS Lag =2 US
= JF A

Eiot s &2
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

1.

S50 28 FE

EHOF AFZY SOt
=278

Capture Solution Hetst H0IEHE 8i3.

RE Buffer HES HOIH=E 93.

Enrichment Control DNA HESHHO0IHE 93,

Primer 1 HES H0IHE 913,

Primer 2 HES HO0IH=E 93.

SSC Buffer HES HOoIHE 818.

Enzyme Strip 1 HESHHO0IHE 93,

Enzyme Strip 2 HESH HO0IHE 93,

BSA Solution HES HO0IH=E S93.

Ligation Solution HES HO0IH=E 93.

DNA Ligase HESHHO0IHE 3.

HaloPlex Probe, 48 Reactions Z&&t HIOIEH= AS.

I=0l EsS : HaloPlex Indexing Primer AO1 — @ &&t CIOIHE 818,

HO6

Hybridization Solution Olat SMN2 G 22 N2 Lag =5 AUS:
EHOt M= 24
EHOF AFZY SOt
=27

Wash Solution Olat M2 S &2 N2 Lag =5 AUS:
EHOF & 24
EHOF AFZ S0}
=2

Capture Solution HES HOIHE 93.

RE Buffer HESHHO0IHE 93,

Enrichment Control DNA HES H0IHE 93.

Primer 1 HESHOIHE 93.

Primer 2 HES HOIH=E 3.

SSC Buffer HES HOIHE 21 3.

Enzyme Strip 1 HESH H0IHE 93,

Enzyme Strip 2 HES HO0IH=E 93.

BSA Solution HES HO0IH=E 3.

Ligation Solution HES HO0IHE 3.

DNA Ligase HES HO0IHE 3.

HaloPlex Probe, 48 Reactions Y& &t HI0OIEH= S,

=0 SoUS O : HaloPlex Indexing Primer AO1 - Z&&t HIOIE = SS.

HO6

Hybridization Solution Olat M2 S 22 N2 Las =5 AUS:
E=S L= 2
=20 LS
X

Wash Solution Olat M2 S &2 N2 Las =5 AUS:
=1
=20/ L=
X

Capture Solution HESHOIHE 3.

RE Buffer HESHHO0IHE 93.

Enrichment Control DNA HESH H0IH=E 993.

Primer 1 HES HO0IH=E 3.

Primer 2 HES HO0IH=E 93.

SSC Buffer HES HOIHE 2 3.

Enzyme Strip 1 Olat SMN2 S 22 NS Lag =5 AUS:
A=
=20 LS
EX

Enzyme Strip 2 Olat M2 S 22 N2 Lae =5 AUS:
A=
==0| LIS
=N

BSA Solution HES HO0IHE 3.

Ligation Solution Hetst H0IEHE 8i3.

DNA Ligase Ol SAa2 S 22 HE Lge =5 US:
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

1. sS40l e d=2

A=
==20| LIS
=EX
HaloPlex Probe, 48 Reactions Y& & HIOIEH = AS.

Lt 22 Fdld 3%

M &= M
HE/H=2H 21 MEE S LE
Hybridization Solution
ZE ol0olE LC50 E A AR F - == >21 mg/l 4 A2t
LD50 &2 1 [=9)] 17 a/kg -
LD50 &+ > 4000 mg/kg -
Wash Solution
ZE ool LC50 EL HXA AR F - == >21 mg/I 4 A2t
LD50 &1 1=9)] 17 g/kg -
LD50 &+ F 4000 mg/kg -
Enzyme Strip 1
== LD50 &+ F 12600 mga/kg -
Enzyme Strip 2
=2cl Ml el LD50 &+ F 12600 ma/kg -
BSA Solution
=clAl &l LD50 &+ > 12600 mg/kg -
Ligation Solution
ZCIZANEd=EHZN |LD50 &+ > 2800 mag/kg -
==
DNA Ligase
=clAlel LD50 &+ ¥ 12600 ma/kg -
ZcI=ANEd=sEHLE0N |LD50 &+ > 2800 mg/kg -
HZ
24 /2A 4
HE/LH2H 21 MES AN 2 (&8 =&
Hybridization Solution
ZE olol= = - 48t A== =) - 100 mg -
Wash Solution
ZE olole = - 28t A= =9 - 100 mg -
Enzyme Strip 1
=2clAl &l = - 28t A= =) - 24 AI2F 500 |-
mg
I 2 - st =3 =) - 24 AI2F 500 |-
mg
Enzyme Strip 2
=clAlel = - 28t A= =)l - 24 AI2F 500 |-
mg
o2 - ofst = =) - 24 A2t 500 |-
mg
BSA Solution
= = - st A= =) - 24 A2t 500 |-
mg
I2 - «st =3 =) - 24 AI2F 500 |-
mg
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

1. sS40l e d=2

MNS/E82Y 27 (mg/ |&T (mg/ [ELY OIA)|EL (BI1)|EL (HX
kg) kg) (ppm) (ma/l) U QIAE)
(ma/l)
Hybridization Solution
Hybridization Solution 8119.1 N/A N/A N/A N/A
IE o0& 4000 17000 N/A N/A N/A
Wash Solution
Wash Solution 14453.4 N/A N/A N/A N/A
IE OI0IE 4000 17000 N/A N/A N/A
Capture Solution
Capture Solution 51832.8 N/A N/A N/A N/A
Enzyme Strip 1
=clAl &l 12600 N/A N/A N/A N/A
Enzyme Strip 2
EEIE 12600 N/A N/A N/A N/A
BSA Solution
2clME 12600 N/A N/A N/A N/A
Ligation Solution
ZCISAHEHdSEHLENEHE 500 N/A N/A N/A N/A
DNA Ligase
=2clMlgl 12600 N/A N/A N/A N/A
ZCISAEHdSEHLNEHE 500 N/A N/A N/A N/A
12. &30l 0IXl= g8
ot MEfSH
NEB/E2H 2 MES L=
Ehzyme Strip 1
=2l Al =4 LC50 54000 mg/I &= = 17| - Oncorhynchus 96 AlZ2t
mykiss
Enzyme Strip 2
=2l Al =4 LC50 54000 mg/I &= 21 J| = Oncorhynchus 96 AlZ2t
mykiss
BSA Solution
=cl Al &l =4 LC50 54000 mg/I &= 21| = Oncorhynchus 96 AlZ2t
mykiss
Ligation Solution
ECISAHEHESEHENW |S4 EC50 210 pg/l &= X2 (3&%E) - Selenastrum sp. |96 Al2t
H=Z
=24 LC50 10800 pg/l ol = 222 — Pandalus montagui |48 Al2t
- o0l
=24 LC50 8600 pg/l &= SH 2 - Daphnia magna — &l |48 Al2t
MO}
=4 LC50 7200 pg/l &%= =17J] - Oncorhynchus 96 AlZt
mykiss
DNA Ligase
=2l Al =4 LC50 54000 mg/I &= =1 J| - Oncorhynchus 96 AlZt
mykiss
Z2ISANEASEHLEH |=4 EC50 210 pg/l &= X2 (CE%8) — Selenastrum sp. |96 Al2t
H=
=24 LC50 10800 ug/l all = 2+2t2 — Pandalus montagui |48 Al2t
EHE NZLN 1 16/12/2022 0|8 & & 1 23/02/2021 HE 13 42/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

12. 220l 0IXl= Y&
- &0l
=24 LC50 8600 pg/l & == SH=E - Daphnia magna — &! |48 Al2¢
24 0F
24 LC50 7200 ug/l &%= £ 1| - Oncorhynchus 96 AlZ2t
mykiss
Lt &84 2 2l
NE/d=2d Al Z S0 dE=
Hybridization Solution
ZE oi0l= OECD 301A 9 % - 2 -28 & - -
Ready
Biodegradability
- DOC Die-
Away Test
Wash Solution
EZE Ol0IE OECD 301A 9% -2 -28¢< - -
Ready
Biodegradability
- DOC Die-
Away Test
Enzyme Strip 1
2cl A& 301D Ready 93 % — 30 & - -
Biodegradability
— Closed Bottle
Test
Enzyme Strip 2
=cl Al 301D Ready 93 % - 30 & - -
Biodegradability
- Closed Bottle
Test
BSA Solution
=clAl & 301D Ready 93 % - 30 & - -
Biodegradability
— Closed Bottle
Test
DNA Ligase
=cl Al & 301D Ready 93 % - 30 & - -
Biodegradability
- Closed Bottle
Test
NE/E42H == gt | Z 20l MZ2 2dd
Hybridization Solution
EE Ol0IE - - S
Wash Solution
ZE oi0l= - - =
Ct E =54
HE WELA 1 16/12/2022 0|8 & gE#Y 128/02/2021 & :3 43/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

12. &0l 0IXl=

NE/E2H LogPow BCF HNE ME s54
Hybridization Solution
IE 0ol0l= -0.82 - Ei=
Wash Solution
IZE 0t0lE -0.82 - e
Enzyme Strip 1
=2l Al -1.76 - e
Enzyme Strip 2
=cl Al & -1.76 - <3
BSA Solution
=cl Al & -1.76 - <3
Ligation Solution
ZCI=ZAHEH=ZEHEN |2.7 78.67 <3
H=
DNA Ligase
=ral = -1.76 - <3
ZCcISANEH=SEHLEN |2.7 78.67 E4=
H=
ch EQF Q|4
E2/2 2481 H %= (Koc) iz ges
Ot. JIEt 7ol & DOAIUSH HEOILE RIE2 LA 8ls
13. HIIJIAl =2 ALE
o HoIgY : 3%3_* HII2 M&Z2 LIotAHL EAZ2 & A, 0 22U X, 2422 AHLE O
NEe S$HAESYHN HIIE Ml #E82 E0l0F S, MEE 2Jts8 HE0|
Lt Mﬂ 242 MS2 6t HII2 A= NE S0t Helg A, Hol=22 e
NEe BE 2 FRI|2A2| QZAEE2 Etes E2JF Ol 2t Mel= Al =2
dEiZ Zlz o2 HIIZHM=E OF%' AMNEE ZEZ)|= HEE SJ0oF &
A2 T= 02 HEZ0| JIs0HAl 22 2208 DA HOF &
LE, BIDIAl =2 AE HE LY 1 2= otNe gHHOZ HIIZIHOF 8. MRZILE AKX L2 82
JIE FSg 82 FJHERE. Bl Z)] E= 24040 HS &F=20| 0t U2
2= 8. &= S| 2MEHHU S EY, =2, Ui & ol=2 8=ol= A
= O/g 2.
o A i =
14. 2580 2st &2
UN / IMDG / IATA D AHEX 2.
Ht. MEXII 25 E= 25 @ AEXL 29 UH0IAL &8t &4 2H SO0 €0t SHIZ MK &S 28HE
O 2ol & Z22IF UA AOANDIF MG AU SELHIAUS 2R RPAS2 oli0F SH=XIE MSS 28tot= A
Lt 25 SEs ot™ O & U H =XAIZ A,
IMO &0 HE 83 2825 D AE YRS,
HE NZLH 1 16/12/2022 0|8 & e 1 23/02/2021 H& 13 44/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions
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HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

15.

g8 HMeEE

7E [EE 12] 2204
S EEPEE

D 2E 420l SMEAX @S

L. Stst=2 & 2e|HA 2st

stz ae|Y 1188 : PaloPlex Indexing 2E H20 SMIX £8.

SH2& HIESTAH Primer AO1 — HO6
Hybridization Solution = 4201 SMEA #£2.
Wash Solution 2E 20| SMEA £3.
Capture Solution 2= H20| SMEIA %3,
RE Buffer = 4201 SMEA #£2.
Enrichment Control 2= H20| SMIA £3.
DNA
Primer 1 = 420 SMEA #£2.
Primer 2 2= 4201 SMIA #£3.
SSC Buffer 2= 20| SMIA #£3.
Enzyme Strip 1 = 4201 SMEA #£2.
Enzyme Strip 2 = 8420 SMIA £2.
BSA Solution = 420 SMEA #£2.
Ligation Solution = 420 SMEA #£2.
DNA Ligase = 84201 SMIA E£3.
HaloPlex Probe, 48 = 8420 SMEA #£2.
Reactions

3}st22ol S= 2 I : PaloPlex Indexing DE 420l SHIX £3.

SO &8t HE H27x Primer AO1 — HO6

(SR22) Hybridization Solution 2 A20| SIHEX %2,
Wash Solution DE HZ20| SMIA £3.
Capture Solution 2E 20| SMIA £3.
RE Buffer = 4201 SMEA #£2.
Enrichment Control 2E HZ20| SMIA £3.
DNA
Primer 1 = 4201 SMEA #£2.
Primer 2 = 420 SMEA #£2.
SSC Buffer 2= 420 SMIA #£3.
Enzyme Strip 1 2= 20| SMIA #£3.
Enzyme Strip 2 = 420 SMEA #£2.
BSA Solution = 420 SMEA #£2.
Ligation Solution = 20| SMIA E£3.
DNA Ligase = 420 SMEA #£2.
HaloPlex Probe, 48 = 84201 SMIA #£3.
Reactions

st 22|Y HM19X  : PaloPlex Indexing DE 420l SHEX &£3.

510l H&H(etstE2a 9o S Primer AO1 - H06

E 2 HI S0 2st g Hybridization Solution 2= 20 SMHEXA £3.

E H25% (510123)) Wash Solution QE H20l SHAX £8.
Capture Solution 2= 83201 SMEX =2
RE Buffer 2E HZ20| SMIA %3,
Enrichment Control 2= 8201 SMEX %2
DNA
Primer 1 2E HZ20| SMIA £3.
Primer 2 = 4201 SMEA ¢£2.
SSC Buffer = HZ20| SMIA £3.
Enzyme Strip 1 2=E HZ20| SMIA £3.
Enzyme Strip 2 = 4201 SMEA #£2.
BSA Solution 2= 420 SMIA #£3.
Ligation Solution = 420 SMEA #£2.
DNA Ligase = 4201 SMEA #£2.
HaloPlex Probe, 48 2= 20| SMIA #£2.
Reactions

EE NEZLH :16/12/2022 O0|F & 28 :23/02/2021 H&E 13 46/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

15.

g8 HMeEE

SIS Eo == U HI} : PaloPlex Indexing DE 420 SMEX £S.

SOl 28 HE H20x Primer AO1 — HO6

(FsS2Z229 XF) Hybridization Solution 2& A=20| SIHEX %S,
Wash Solution PE 20 SMHEA £3.
Capture Solution 2= 83201 SMEX =2
RE Buffer 2= 820 SMEX £3.
Enrichment Control 2= 820 SMEX £3.
DNA
Primer 1 2= 20 SMHEXA £3.
Primer 2 2= 8201 SMEX %2
SSC Buffer = 4201 SMEA ¢£2.
Enzyme Strip 1 2= HF20 SMEX £3.
Enzyme Strip 2 = 420 SMEA #£2.
BSA Solution 2E HF20 SMEXA =2
Ligation Solution SE HF20 SMEXA =2
DNA Ligase 2= 8201 SMEX £3.
HaloPlex Probe, 48 SE HZ20 SMEX =2
Reactions

3st2A0 S2 2 It : PaloPlex Indexing SE HZ0 SMEX =2

S0l 28t B@E M27x Primer AO1 — HO6

(Het2a) Hybridization Solution 2 H20 SMEX %=,
Wash Solution 2=E &0 SMEX =2
Capture Solution = 420 SMEA #£2.
RE Buffer = 420 SMEAXA #£2.
Enrichment Control 2=E &F201 SMEX =2
DNA
Primer 1 2= H20 SMEX £3.
Primer 2 PE 420 SMEX £3.
SSC Buffer PE 20 SMHEXA £3.
Enzyme Strip 1 SE H20 SMHEX £3.
Enzyme Strip 2 = 4201 SMEA E£2.
BSA Solution SE HF20 SMEXA £2.
Ligation Solution = 420 SMEA #£2.
DNA Ligase = 4201 SMEA #£2.
HaloPlex Probe, 48 SE HF20 SMEX =2
Reactions

sty M39E  : HaloPlex Indexing DE HE0 SHEX %8.

(AFLCHHIS E) Primer AO1 - HO6
Hybridization Solution ~ 2& &&20 SMTX %3.
Wash Solution 2= 4201 SMEX &S.
Capture Solution 2= 4201 SMEAX ES.
RE Buffer 2= 4201 SMEAX &S,
Enrichment Control 2 420l SMEX &S.
DNA
Primer 1 PE 20 SMHEA £3.
Primer 2 2= 83201 SMEX =2
SSC Buffer 2= 820 SMEX £3.
Enzyme Strip 1 2= H20 SMEX £3.
Enzyme Strip 2 2= 8201 SMEX %2
BSA Solution 2E 20 SMHEXA £3.
Ligation Solution = 4201 SMEA #£2.
DNA Ligase = 4201 SMEA E£2.
HaloPlex Probe, 48 SE 20 SMEX £3.
Reactions

SEUAIIESEEE 1 BE 820 SMERX &£8.

Ct. I &=2ord e/ st 7
EE NEZLH :16/12/2022 O0|& & 28 :23/02/2021 H&E 13 47/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

15. 88 HAEE

=1=] == A X FEs= Al F2AAE
Efzyme Strip 1
M4z0lgte MR 5. HI3&RE=2 14000 L s =2
=2 A OH T
=Ly
Enzyme Strip 2
M4Fz 0I5t MR 5. HI3&RZ2 14000 L =2
2 M OHT
S5 8K
BSA Solution
M4z0lgted MR 5. MI3ERE= {4000 L g3
=2 A OH T
=Rl
ch. HOoIS2cl8al 28t 7 : 2SEAN HAE 22 780 ek LHE2, SJ12 HJIGHAIL.

O JIEt 2 2 Q=80 oI5 7A

2/ AN
st 2I| SN 88X IS XN L& SIStEH
SMEN UK &S

OIMIEC| ST M=

CES ; 2IEN 2S
SHLICH ;D 2SN %S
=3 D 2SN U,
SHAIOL ZH I8t : BIAIOH ot QIMER): ZHEX US.
uz D Y=ol J|E FEEES=(CSCL): ZHEX ¢S,
Yol J|E SHHSESS(SHL): ZHEX S,
SEUE 2T *S
ze|n AHEN AS
8= A™EX %S
Che 2E 22 220 SHEANL S,
EN= A™EIK %S
=E] 2™EIK 2.
0I= RE T4 24 BHE T MHEASLUC
HIE 2N %S
16. 1 St2 & IAE
o 29 B D - 518 2Ho| sS4 95 S==
- DI2&#F 253 ECOTOX
L 2= =X : 24/05/2018
23 WA : 16/12/2022
Ch Hi® : 3
2. JIEk
POoIE 59 HAE BEE LIERYLICH
£ HELA 1 16/12/2022 Ol& & &Y 123/02/2021 & ;3 48/49




HaloPlex 1-500kb with 15000—-20000 Probes — ILM — Box 1 — 48 Reactions

16. 21 82| &

01 ol &

 ATE=Sd=54d FEX
=

BCF =
GHS = atst= 22 =27 & ZEXI0 28t MAHZSHAIAE
IATA = =Ml &5 25 g3

IMDG = 2 Mol A E
LogPow = 2/SE=2 =
MARPOL = 19734 SEBIOZ2E O QHEX|E K& =M+ U
("Marpol" = LY HAZSA)

N/A= X2 88

UN ==X o8&

19784 /& A

L

gt AgLith E=
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